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1 RINGSICDWT

RINGS (Resource for Informatics of Glycomes at Soka) & (28 (H5ik) T 720D Y Y —
A T®H %, RINGS Tld, HHZRGT 25 v 37 Hix EDHEHD EDIFT 2508 L T 500 %
TG 272Dy =N, FEEHOIGET DI ARZERT Y — V2 & BEEEITICHV 5 s k%
B =R I N T 5,

E-mail address Password
: i rsns or
{JGLycomes AT
Welcome to o4

User registration form Feedback search

Search |GlcanMame ~ for display |10

‘ Utilities

DrawRINGS 20 Java—tased glvcan structure drawing tool for e GlycoCT to KCF: convert a glvcan structure in GlycoCT
zenerating KCF format and/or aquerving the RINGS datakese, format to KCF

which current contains the glycan structures from Glvoome—
OB and an internally curated data set from the literature

GLYDE? to KCF: convert a glycan structure in GLYDEZ 1o
KCF

Glycan Miner Tool: implemented bazed on Hashimoto et al )
2008 for mining alpha—closed frequent subtrees from a set of IUPAC to KCF: convert a glycan structure in [UPAC format.
glycan structures to KICF

Glycan Pathway Predictor (GPP) Tool implemented based KCF to image: retrieve the imaze given a KCF
on Krambeck et al,, 2005, which was later improved in

Krambechk et al., 2009, for dynamically computing the Aglycan

KCF to LinearCode: retrieve the LinearCode format given a

biosynthesis pathway from a given ghycan structure KCF

+ Profile PSTMM Tool : generate glycan profiles from glycan e KCF to LINUCS: retrisve the LINUCS format given a KGF
structure data which can be entered together with binding ) ) ‘
affinity data, for example, for a particular biclogical sample ¢« KCF to Mol retrieve the chemical structure in MOL format

given a glycan structure in KCF

KEGG. GLYCAN ID o KGE retieue e [GF o = sher

KEGG GLYCAN ID

¢ Help brief users manual for the tools and utilities provided

) LinearCode to KCF: retrieve the KUF format given a
¢ What's new? latest updates LinearCods

LINUCS to KCF: convert a glvoan structurs in LINUCS

Downloads ‘
format to KCF

X 1: RINGS @ + v 7Hf, FESEENTICH O & N B4 7y — LRl E % 22 310 % 254
T52—T74 V74 %2RL T35,

RINGS IZIFH#E D 7T — 7 RXR— A2 Z, IFEPL 7 F v offRba s Twn s, Fidns
TR IE GlycomeDB & WXL 5 MR 2 BESENGG 7 — & X— R & | RINGS #lt F O B G =
G, BE 13 1996 FE DRI STHRD> & FE)y T L 7-Bi8E T H 5, £7-. HSHBIEOIRE
L7 FVDEROUTDT—FRXR=—ZAD6ZM L, RINGSOREGELE Y v 7 3T 5,

o JIHE

— LipidMaps - http://www.lipidmaps.org/
— LipidBank - http://lipidbank.jp/
o LIV FV

— CNRS D Lectines - http://www.cermav.cnrs.fr/lectines/

— Animal Lectins DB - http://www.imperial.ac.uk /research /animallectins/



RINGS THiBHMEE 2 27 2, KE D Consortium for Functional Glycomics (CFG)[14] D
RESNTO L HPEORHES > AV 2 A\ RIS 2 KT, X212 CFG Dk Z T,

O Galp @ Manp © NeupGc
O GalpNAc B ManpNAc @ KDN
O GalpN ManpN 4 GlcpA
® Gicp A Fucp © Idop
B GicpNAc w Xylp © GalpA
™ GicpN ® NeupAc ¥ ManpA
N Notdefined

¥ 2: RINGS T 2 £HBEDO > » AL, CFG[I4] ICX > THEINTWET Y AILTH 5,

RINGS IR o 7m0 2HAE LTS, X1 OHEE?SR2 &, Az Ty —
Vg THENS T—F 4 V54, Z2BHELTVWE, Y= LR@ZFEIITF—F 2 A =V 7OFEDPH
e T VZHOWAY — Lo, HEE2HE L, MBETE2Y—NVThHE, 2—T74 VT4
2. BRA SRS O RTEA BT E 2 Y — )LD I LT, TR D, RINGS DA Cff
b T35 K EE RINGS OV — )V CENTTE 5 X 9. KCFIBAANDER Y — VI EAL
HN=ZN T3, KCFIEADOHNIK 3 IZRT,

¥, vaT7ABAC, Yo rvu—RFTELY 7 FELT, HEEBEZ KT Y-
(KCaM) M O RS BIER D FE B 7 — & 70 S BEEIRE G 2 3 2 7’1 77 F L (GlycoXSP) 23ttt
SN T3, KCaM[2]  GlycoXSP[13] iR ICHERIN T 2 FEEHOTHEIN TV S,



KCF ENTRY Glycan
NODE 20
fuc [19.0 4.0
glenac 260 -1.0
glenac 190 -1.0
man 120 -1.0
man 5.0 4.0
glcnac > 5.0 -1.0
man 50 -6.0
glenac -2.0 100
glenac -2.0 1.0
10 glenac  -2.0  -4.0
11 glenac -2.0  -12.0
12 gal -100 10.0
13 gal -10.0 1.0
14 gal -10.0 -4.0
15 glenac  -17.0 10,0
16 glenac -17.00 1.0
17 newac -17.0 -4.0
18 gal -240 100
o 19 gal -240 1.0
EERH 0 neuac -30.0 10.0
5

1 Lial 26

'I‘ 4:bl 3:4'

4 nal 46
5 &bl 44
6 Tal 43
7
8

[F-3- R T R-STER

\.

18:a2 20:3

15:h1  18:4
9 12kl 15:3
10 &bl 12:4
Symbol Abbrev. Sugarname 11 5thl  B:6
12 16:b1  19:4
Man Mannase 13 1%bl 163
14 Shl  13:4
15 5:bl 92
GlcNAc N-acetylglucosamine 16 1432 17:3
17 1kbl 144
18 T:bl  10:4
NeuAc N-acetylneuraminicacid 19 7:hl 112
n

Gal Galactose

Fuc Fucose

¢P>PHOO

3: FESHOMIR & KCF, B HipEE#H%Z NODE T, Hifi&E# %2 EDGE TER L TWw 3,
NODE ®IHH X, NODE %5, HiMif., Wi x JERE, v EEEZ &4, EDGE OIHH X, EDGE
F7, ML T2 NODE &5, BEEREZ&EATVW%, EDGE T, #i& L T\w»% NODE
T EEREHRIZ T ) TRY->TERINTWV S,



2 DrawRINGS

DrawRINGS (& 2 — % —)5H IS E 2 il T &, ZOMEICEEE2 7 —9 R— 2R
POMEBTEIENTELZY—LTHD, T—FX—RIZ, GlycomeDB, RINGS O—/j % 7=
i ZEIRTE S,

FAB/M

DrawRINGS (¥ FICHF#EREE O ffill, KCF 226 OffE. 2 L THRRBICHWs NS, /-, &
KAEROPHHEREEDFMD S X 5 2B L 72 EHRADER L RETH 5,

MAFE

Y %ounc[ on
5 DrawRINGS

B | & | tmouda| 0S| 2 |2 ufra || (f 2208 O | @ :
v | !
 Eeadhack |

X 4: DrawRINGS @ bt v 7WH[fil, F v ¥ NAE7IC, SRS > %2 b CRESSG 2 [ $ %
TENTEL, TXAMZY TP TIEKCFERDOT XA O AR IARETH 5, 7. il
L2 MET 52 LHEETH 5,

DrawRINGS O£ R Y v OMEFEIZROME ) TH %,

e Draw Node - B2 #H, ¥ ¥ N0 7 ) v 7 L&z, (BN BEENER
SN, ZOV A FOIEIRL SR NS, ZOMONFETZ "Other; ZiER L.
TX¥ALI2ANTEHIETRRTE S,

o Draw Edge - fifi&3z2 i, ¥ v N Rl I N7z Zo D0 Hfi2 oS, PR L%
70w 75 3E, NG ERESORED ) A P BERIND, ZDMOEEEIZ TOther
ZIBIRL, TX¥A M2 ANTHIETRRTE S,



e Core structure - N B¢ a 7HES, OBMESE, 77V ay 32 7 Ay, Z L T Lewis
Wigze &, KRN AFHESHEIN TS, ZORY 270y 7L, Fr v
NWANZEIZ VY 7T5E, ZN6DATHEEA 2 —0FRIIL, 7Y v 7 LGATIcER
NIN5,

o Clear All - ¥ ¥ Y NZANOHEZ 2 THIERT %,
e Erase Node - B2 HIbR, Hbiz 7 vy 735 ¢, HIlRI N5,
e Move Node - Hifiliz ), Hpiz N7 v /7 95L, BEITHI LN TE S,

e Draw KCF - 5l 7 ¥ 2 b =V 712 KCF A EHRBH UL, ZOWdEZ X v v A
WIZERRT 5,

e KCF Text out - ¥ ¥ Y NANICFE R L TV AEZEMOTF X A F Y 712 KCF R
THERIT B,

e Text Clear - fHHlOFT ¥ A 2V 7 DIEHRZHIRT %,

e Run query - fiifii L 7z#§ii2 7 =V & LT, RINGSDT—FRXR—RAZ2ME L., HHMz
R ZAA7DEGIICHEERGEZM 5 DX 5, MY 4 v FUTRRT 5,

e Undo - iBEDOEIEZIY T,
e Redo - IRBRICHLY 1 L 7= B2 HEZFATT %,

2 966 G252

/. bi-4 = bil-4 m

X 5: DrawRINGS 2> 6 7 TV #i58 L 7z [#[fi, #sR L 72fiED A a7 L ID, H&E DRI FRR
INTVE, IDLEBREZ )y 7352 L TZ2OEDFTEMLHEREZHEETE 5,



3 GlycanMiner

GlycanMiner & (&, KEDOFHEMEEDOHH S T a-closed frequent subtree; [8] &WF5, HHE
(ST S REHOMMGE 2 T 5 Y — L TH B,

a-closed frequent subtree ZFtHHT 2 7-®12, £9 Tfrequent subtree; ZE#HT 5, EHRT
5L, THEICHB T 289K o2& Thsb, BT 29 KD support Z £J5IET 5,
support & ¥, o WEEEZ SOAEE (O F ) ATII N FiEME) O ThH D, D support
DED, THHIE) RETFUX, Z D57 ARIZ frequent subtree EEFT 5, 2F D, 7L I
ADARREEIZE £ 580 R iE frequent subtree EEFE L, 2D 72 S A DEERICES
TLMENRH L, D 7 SADE, 1F minimum support & PN, % "minsupy & BT,
GlycanMiner Tlt, L —% —23minsup ZIHET 2 HEVH 5,

L2 L. frequent subtree ZfiiHi3 % & . Z D frequent subtree DHIZE F 4 5 2T DT
AR frequent subtree & L THNINTLE I, TDKH T, IEFWITRZEBoHEE (frequent
subtree) D37 SAHNEINEZ LI >TLE ), TNHDEIMEEEZ AL, THorick
7 B EGE) i T 5729, a-closed frequent subtree & FEABERIER I N7,

a-closed frequent subtree & (&, AT ORXZ G2 THME T D2 L TH S,

support(P) < max(a x support(T), minsup)

PI3T Z&5URKOEFIHEEZET, 20, PLT O ATOREGEICEEN L oMETH
D, L2 TIEPOHDIHETHH S, ZNZND support fEZ I L, P D support fHAS T
D support fED a 78—+ >~ F LA P THAUL, T IF a-closed frequent subtree TH %, Z I Ta
EVIHINRT A= EIRETZ2HEBHY, 0~ 1 DfEZFFD, a2V TFIUNZLIEE, il
BRA2SEEL <. 1 Z4 5 frequent subtree DEDNHIR I 415,

HIAERN

GlycanMiner 1, PEERHE SR EICER S N GEC, @ OHERICH D9 2 BEHOE T
gz T oIl ens, flziE, BEE7 LA 0B, aviu—LEy—ry rzh
ZHUTH L FEE T ARG IS NG, 29 T5L, avirue—L ey =y  OFEEH
MEEREZ AN FFT L, a-closed frequent subtree DGR 2 I TE 5, —f., HEEOERED
oo SADFEEMGEREHRZ BT L. FrRICBN 2 85O MED oI b H
WHIENTE S,

MRAGE
1. =¥ =&, AJJHE T KCF IEADR#EGEEHR e AN L7237 7 A vdp6n—F§ 5,

2. alpha IZ 0~1 £ TOEF %, minsup support IZETF%2 ZNZFNAN L., Go mine F % ~
Z g L IRITRE SRR R I NS,



S
., {

SOURCE FOR
ORMATICS OF
VCOMES AT

sos Glycan Miner

A brief rranual is located bere,

Moo oo o

Data set mame IN—Gchan
Please erter gycan structures in KCF format.
ENTRY G00015
ODE 8
1 hsn
2 GlcHhc
3 Glchhc
4 Man
5  Man
G Man
T Glchac
8 GlcHhc
EDGE 7
1 2:hi
2 M
3 4:h1
4 bial
] f:al
alpha (value between Oand 13 E.S
rrinirmum support: E
Clear | G0 mine |

(L= = RN

6: GlycanMiner ® AJHIfl, KCFEAOME#EMGEHERZ ANERIZ7 74 V60— F 7
%, RIZ alpha 12 0~1 £ THF% . minimum support IZEF% ZNZ N AN L Go mine %

YT LITRIR RN S NS,

.- SOURCE FOR
& ORMATICS OF

. { TOOMES AT
SoKa

Miner Results

alpha: 03
Mirsup: 2
Subtrees: 4
Mo P—value Name Support Subtree
1 0000000e+HI0 STO0000 3
o bl-4
0 bl-4
2 42881 M e—46 STO000G 2

7: GlycanMiner DS, P-value, #i7HE

MG OHBRBERIN S,

ZHBIIS AT & 7 440,




4 Glycan Pathway Predictor (GPP)

GPP & I3PHIRREIERIC LK 2 NSO G2 T T 270D Y — )V ThH 5, FEFFRME:
FEBIRE TV (11, 10 TER L., &R eRR R TE %, L, ZoBHNE T VO
FLZIERICHE  MIREMED D 5720, ZNEHIRT 2 7 DICHHO RO RAMEZ 2 —H —20
SDANCES>THRET S, RELTFELDREOHEFMESEIZERL L 2VWEI RS, F
AREFIE, BEREEBRIIEEL OO, mENATYHZTH, 5%, WHT2
TETH 5,

FAB/M

GPP Z H\» CHERIIC e e BEBEEE D 2R F TR A S, /. /v o270 FHEERERE
DYHMDI=DIZHNRAT 24 DEALZTINE Z EHHRETDH 5,

MAFE

1. 2—¥—1, AJHEHETKCF BEXOMEMEEREZ AE/ZE7 74060 —F L,
EDERE FRER T EORKEZZEL TSubmit R¥ %227 v 735,

2. G O LRI AT L 72 BESHO X L R DEHRE KR T 5, £ L TAS L ZBERITX
LU GEIR L ZEZEDLRIL L WA, "No reaction.” &£ \W ) XFEEZERRNT 5, IO TH
N6 E Java 7 7Ly 2 O TR DO 2RI TR I 15, T DRUIHEKAME/N
WK EDRREVBHIHTE %,

3. BHESICIZ, NAS=) VI DBHDIAATH ) —KIDDFEREZFRRTH I LN TE S,



. SOURCE FOR

— INFoRmaTICS OF

.— ' VCOMES AT
Soka

Glycan Pathway Predictor (GPP)

Data set mame IN—Gchan

Enter a glycan structure in KCF format:

Select one or more enzymes:

ENTRY GO01234

GGlycan

OMPOSITION (Gal)d (GlcNAc)B (LFuc)t

(Man)3 (hsni

Mass 2500.3 (Asn)

LASS Glvcoproteiny N-Glycan

DELINKS CCED: 2082 2992 2994 5194

13317

ODE 15
1 hsn 29 -3
2 GlcHAc 20 -3
3 GlchAc 10 -3
4 Man 0 -3
5  Man -10 4
B Man =10 -0
7 GlchAc -20 q
8 GlchAc -20 -1
9 GlcHAc -20 -G
10 GlcHic -0 -14

Or load KCF from a file:

Submit | Reset I

-

Manl
Manl
afiFucT
GnTL
GnTI
Gn T
Gy
GnTy
iGnT
bdGalT
adsiaT
IGnT
afiSiaT
bi3GalT
FucTLe
FucTH
adFucT
GalMAcT-A
GaT-B (%)

Use the “Ctrl" key to zelect multiple enzymes. The “Shift” key
can alzo zelect conzecutive enzymes.

Max of Molecular Mass: EDDD

X 8: GPP @O A, 2 —¥ — 3G E#HR%Z KCFEATANFEFLIEZ 774 V20—
RL., BEZEIRT S, £/, JHEICHELRBEEO S TREORAMEZ %E L T submit 227 1 v

79 %2 LCRIREIRZRRAIE 5,

Input Enzyme : iGnT/ a3SiaT/ a6SiaT/ FucTH/ GalNAcT-A/

- Applet:

AT
e e

T e R s i e ot i nari|

rOvervie

Manl
Manll
abFucT
GnTl
GnTIl

GnTHI

r AN
«m)
[

JOFC

Find

Pravious

b3GalT

Hext

- FucTLe

FueTH
ad3FucT

= GalNAcT-A
GalT-B

Antialiasing

I About... I

B 9: FHE S L7 SOGHKERS 2 78 9 KGR, 777

7 ORI RIEEEFL L T\ D, KhEgHRES

BV 7a—FTRII, 10D X ) % KILOFEREICY v 7 LTWwa,

10



Selected enzymes: iGnT/ a3SiaT/ a6SiaT/ Fucl
(i) Input Glycan

Enzyme ‘ Glycan

i)

ianT(2)
2.4.1.149
R05974
R05975

al3SiaT PN

X 10: —RIGOFEREZFRT 2, (1) TIEZ Y v 7 LEEEEZ IR TERR L, (i) T2
DREBICH T 2 B RKIBZFRR LT3, (i) D (a) IKIZEEES L Z OBEED EC H5 MO
V77 avIDBFREN, (b) ITIZZ DEERDMIGIC X > TAK S 112 FEHOMIE 2B T
TRINTV3,

11



5 ProfilePSTMM

ProfilePSTMM & &, BEHAEHOE TV 5] Z HIwWTE D KREOHEFIGEOHE#RD & 7%
T7u7 7 ANEHET 52 EDTE S, GlycanMiner £ #7220 H#D 7°1 7 7 4 )WIFED A
RS9, HEED D> T TR ICHN 2 aEs R S 5,

HAERN

ProfilePSTMM @FFHWJ £ LT, *}ifé% n/mn%k‘a— 55 N 7 SR ﬁ)#ﬁfé@ £ ODJ‘B u/mn%h L
T2z PMTEILNTES, BEIHEHT? LA T80 0L 7 F V53T 208 70
77 ANEHMEBTZ2DICHCEZ LD 5,

MAFE

12— =%, AT KCF XD PG R D> Glycan ID Z AN 72137 7 4 A2
5u—FL, ZOFRZEIRT %, GlycanlD 2{fio754. A7 arv t LTHKID DA
filicy 7T > CHIEZBET 22 L TES, HilE LT, HE7 LA OfEEEALED
HZ VS ZENTE S,

2. vy 7NV T BEEZE ATIT S, ProfilePSTMM I3HERE 7L DT H 2[R AT 72 Feow
fREH T2 08D 270, EENFETL, ROEVAaT7ZREEMFEE L CHIT 5,

3. RBEICrun R Y V2T EITRERIF R I NG, ¥ vy 7VEEIL T ILUILWITE,
REED3027 5 3, EfiR 2 R 3 72 DI WELERITH %,

12



‘ SOURCE FOR
- ORMATICS OF

& S5 ProfilePSTMM Training

Profile name |N—G lyzan

DN cvean e o7

Direct input or load ghycan data no01g
(KCF or KEGG Ghean 100 00017
00018
0oo1g
noozo
00021
00022
0a171
0o178
00198
00133
0oz00
noz0z

Glycan data type " KCF * GlycanID
Check the inputted eglycan data type

Number of times to shuffle Eu

I reset | run |

4 11: ProfilePSTMM D A, 2 —+ —1%, AJHiH T KCF RO FE#EEEED Clycan
IDZANERLEZ7 7460 —F L, ZOIXZERT 5, KT, vy 7 VT 50%%Z A
N5, ZLTrun A8 29 IR NRRI NS,

SOURCE FOR
.—.--. ORMATICS OF
| YOOMES AT . " .
s ProfilePSTMM Training Result
_ No. Score MN-Glycan Profile
DEENN ¢ | oww | g oo
(@) 0.35
o 0.05
neudac ¢.33
H 1 asn 1
[ 0.76
1
© 1fuc 0.24
2 235258 m 0.12
(@) 0.35
_— 1
neubac 0.33 u
(@) 0.13

X 12: ProfilePSTMM OfEHHEH, 22770774 ) v JOERBERINS,

13



6 Utilities
RINGS IZ 3B DA Z LT 2720 D2 —T 4 VT4 03H 5,
e GlycoCT to KCF - GlycoCT JE2\ [9] DFf#REG 2 KCF R 2,
e GLYDE-II to KCF - XML @ Glyde-11 ¥ [12] DG 2 KCF UL 2,
e IUPAC to KCF - Hi#H#iE D IUPAC 16X [3] % KCF U &L T %,
e KCF to image - KCF IR D A2k L, PNG ERoH&Z2H T 3,
e KCF to LinearCode - KCF JEADHE#KGE % Linear Code B3 [7] IC£H#§ 2,
e KCF to LINUCS - KCF B D fi#fEiE %2 LINUCS T2 [6] Ic£H#1 T 5,
e KCF to Mol - KCF JEA D fifidiid % 57 L ~ LD MDL Mol JE U 251§ 5,

e KEGG GLYCAN ID to KCF - KEGG @ GLYCAN ID i2xisd % KCF o EH %2 I
H3 3,

e LinearCode to KCF - Linear Code 2\ [7] DFE#MEE 2 KCF UL H#1T 5,

e LINUCS to KCF - LINUCS JE3 [6] Dff#ikEiE 2 KCF B L#d 5,

MAR7GE
1. FESEMERE R LM 2B TANE LB 7 7 A V60— T 5,

2. FERDFIIRERENT S (HTML 2T ¥ 2 F), HTML O841%. fEENPETERIN,
FXAFOEAIF, EoF—y B hEns,

3. WERY vy L& nsr—y BRI nFonEATcihansg,

14



‘ SOURCE FOR
@ e
sos. KCF to LINUCS
_ Data set name IN-Gchan
Please erter a ghycan structure in KCF format.
NTRY G00005 Glycan -
(DE B
1 PP-Dal 15 1
2 Glchc 8 1
3 Glchhc 0 1
5 Man -16 7
B Man -16 -6
EDGE 5
1 2ral 1
2 3:hi 2:4
3 4:hi 3:4
4 bial 426
5 firal 4:3
i
ENTRY G01234 Glycan [=]
Or load it fram diskl 08
*HTML € TEXT
_Olear | _Get LINUCS |

B 13: 2—F 14V T 4 DANEE O, 2—H—I%, AJJEiHCZEHd 2 OB GE Rz
ANERBT7 7 ANVpou— 5, £/, REXRS 2§ LA cinRsnsg,

‘ SOURCE FOR
- ORMATICS OF

& U552 Converted Results

No. G";’;‘a" LINUCS
1 GOOO0E OlPP—Dal 0 N a-GloMAclE+ ] -GlehAcia+ Nl-tardiiE+ Na-MardbE+ la—hiand T
2 Gzad | OlasnilioH le-GloNAcKEH Il GloMacKE-H Il Mardili+ Ala-tariiE+ leGlona e+ Al GalliE+H la-LFucliEeH Sl-Glohackl

14: =7 4V 7 4« OFEHREH, 2o NoEEEE2S HTML fEaltk e L TERR X
ns,

15



7 A—Y-RUOF—HIERE

RINGS Tl&, 22— —=F8H%2179 ZLIck D, V=2 T TI3RICAN LT =5 LT
WHREPRET LI LNTE S,

A—Y—-&{FAE

1. RINGS @ b v ZHH®D "User registration formy %27V v 7 ¢ 2% & 2 —% —E5RH 5
TRIND,

2. AWl MR B-X =7 FL A, R ArE. (ERr E, SRS, SAY-FE2ANT
%, BAEHZ, AHl, B-X =V 7 FLA, W27 =FTHs, AND#EHIUL Submit

AN AR L L
& Rouieion , ,
& e |Jser registration form

_ #First/Given rame *Last/Fami |y rame
RINGS | Soka

Gender
male v

*E-mai |

Frofessional title or position in organization
|5tudent

[nstitut ion/AF il iat ion/Company
|Soka University

bddress

Soka University, 1-236 Tangi-cho, Hachiocji
City, Tokvo

g

*Court ry
|Japan v

Phone
| 033000000000 |

#Password (8 to 16 character)

(Reset) (Submt)

X 15: 21— —EEHEE, &0, . E-X—v, £k, rE. . FH., BiEEe. AT —
F2 AT 5, EEHIE,. 4R, BE-X =)L, RRAT7—=FTb s, ABWEATL S Submit A
5 v g,

3. AL ERZHEGR L. EHEVLDZITIUR Tsendy R v 29 2 & Ta— —E5H5%
T35, HENDEHNUE Tbacky RY V2L TEBIET S I ENTE S,

16



Y
o Gheck your data

Mame RINGS Scka

Gender male

E-mail scka_rings@rings.ac.jp
Paosition student

Affiliation Soka University

Address Soka University, 1-238 Tangi—cho, Hachioji City, Tokyo

Country Japan
Phone 08 —3000e000¢
Password dkckkadeok

EleT

16: L —H —XFEROMERRMHR, TPk T 2 RICHEE VW HIUL Tbacky A& V2L TEIET
52 E0TES, BBV RITIUL Tsendy R v 2T LT —T8I% T T 5,

REIBHE

1. RINGSD by ZHHi2 S E-X =)L 7 RL A ENRAT—FZASL Noging R¥ 2T
ZETEMNC T =8V ) —=0FRI N5,

2. HHLIVWY —LZEN, FEOTF—Fy F&EATTLTY —LVE2FETT B LRI
WrRRIns,

3. KMDFT =8V = AN LIzT =%y MAPERIN, AT =5 LIBHTHER DR
FEINTZERT, TOutputy 227V v 79 2% EHEMITREENRRIINS,

4. 7=V V=D nputy 27V v 7§35 LREINTANT =Y BERINS,
5. i E®D "Download; 27V v 7357 X A MEATERIING,

6. TN IR 2=V —)LZEAT Goy XY V2T LY —ILD AR,
HLI AT =% AN LIREETE RIS NS,

BERDIEIE
1. =¥ —DEWRDEIE
(a) T=F YV —D2—F—£%7 )y 7T 5LV —DFflEHINELRING,
(b) TEdity RF v 2T LT —DERELHT LI LENTED,

17



Wekome RINGS Sokall . i or

apen all | close all We | come tO Dﬁfﬂw\u AT

User registration form Feedback search

£ RINGS Soka

[) DrawRINGS .
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